
ANNOUNCEMENTS

In the article by Ursin et al., which appeared in the September 1, 1997
issue of Cancer Research (pp. 3678 â€”3681),a laboratory data processing
error occurred on the BRCA1IBRCA2 samples. Only two women had a

BRCA2 mutation (one of whom also had a l85delAG mutation on
BRCA1), ratherthan the five women reportedin the paper.The numberof
women with a BRCA1 mutation remains unchanged (n = 9). Correcting
this error does not fundamentally alter the conclusions of the paper. The

corrected results are:
Compared to having no family history, having a first-degree relative

with breast or ovarian cancer was associated with an odds ratio (OR) of

being mutBRCA+ of 4.8 (95% CI 0.9â€”24.9), and having a second-degree

(but no first-degree) relative with breast or ovarian cancer was associated
with an OR of 2.9 (95% CI 0.4â€”20.3).Being nulliparous was associated
with an OR of being mutBRCA+ (adjusted for first- and second-degree
family history of breast cancer, and onset of breast cancer before age 50 in

mother or sister) of 4.3 (95% CI 0.7â€”26.4).Compared to having used oral
contraceptives (OCs) for 0â€”11 months, having used OCs for 12â€”48months

was associated with an OR of being mutBRCA+ (adjustments as above) of
1.0 (95% CI 0.1â€”15.4),while having used OCs for 49 or more months was
associated with an adjusted OR of 6.4 (95% CI 0.8â€”49.4;P for trend =
0.04). Compared to having used OCs for 0â€”11 months prior to a first

full-term pregnancy, having used OCs for 12â€”48months was associated

with an adjusted OR of being mutBRCA+ of 1.0 (95% CI 0.1â€”15.0), while

having used OCs for 49 or more months prior to a first full-term pregnancy
was associated with an adjusted OR of 7.3 (95% CI 1.0â€”54.9;P for trend
= 0.03). Further adjustment of the OC results for age at diagnosis and

education did not reduce the ORs. The conclusions remain unchanged.

Giske Ursin
Brian Henderson
Robert W. Haile
Malcolm C. Pike
Leslie Bernstein
USC/Norris Comprehensive Cancer Center
Los Angeles, CA 90033

375

Corrections

In the article by Hanna et al., which appeared in the July 1, 1996 issue
of Cancer Research (pp. 3062â€”3068),the results were affected by mad
vertent mycoplasma contamination that was recently recognized. Of the 10
cell lines tested, four were contaminated; namely, Raji, RL, Nalm-6, and
CCRF CEM. In addition, it is likely that the Daudi cells used in some
experiments were contaminated. The mycoplasma was identified as M.
hyorhinis. We have repeated many of the experiments with mycoplasma
free lines of the 3 B-cell lymphomas, Raji, RL, and Daudi. With most Abs
(MA1O3, anti-CD4S, and anti-CD2O), the high level of Ab dissociation
observed previously did not occur with these clean cell lines. One of the
conclusions of this paper, that most Abs are unable to bind irreversibly to
B-cell lymphomas, is therefore incorrect. In fact, many Abs do show
predominantly irreversible binding to B-cell lymphomas, just as they do
with cell lines of other histological types. Although the high level of Ab
dissociation described was an effect of the mycoplasma, we note that this
effect was not seen with the two cell lines of other histological types
(non-B-cell lymphoma) that were mycoplasma-contaminated. The two
other Abs tested, anti-CD19 (HD37) and Lym-l (anti-MHC class II),
displayed quite high dissociation from mycoplasma-free lines, similar or
only slightly lower than the dissociation from mycoplasma-infected lines.
The detailed results of these studies will be described in another publication
which is currently in preparation. We apologize for any inconvenience this
situation has caused other investigators.
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In the article by Dahia et a!., which appeared in the November 1, 1997 issue
of Cancer Research (pp. 4710â€”4713),nonstandard nomenclature was used.
Standard mutation nomenclature (adopted by the International Mutation
Database Meeting, San Francisco, 1996) for the single intragenic PTEN
mutation in a sporadic PTC sample should be annotated as c.884/8851nsT
(where the A ofthe ATG is nucleotide 1). We apologize for using nonstandard
mutation nomenclature (l687InsT) for this mutation.
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