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diseases. During the last 4 years, however, somatic MSI3 has also
been detected in a variety of tumors (2). Alterations in the length of
the microsatellite alleles in tumor DNA compared to constitutive
DNA from the same patient can be detected by PCR and visualized
with different techniques (3, 4).

MSI is especially evident in tumors from patients with HNPCC,
where it is found in approximately 90% of cases (5). In addition,
sporadic colorectal carcinomas display this phenomenon in approxi

mately 15â€”30%of cases (6, 7). However, it is the absence of MSI that
is a valuable predictor for the absence of HNPCC because alteration

of the human mismatch repair genes has been found to be responsible
for the MSI of these HNPCC tumors (8). It has been proposed that it
is the loss of mismatch repair function that results in an inability to
recognize slip-mispaired intermediates that ultimately result in MSI
(9, 10). At present, the diagnosis of the HNPCC syndrome implies the

sequencing of up to four mismatch repair genes, which is a time- and
cost-consuming procedure. Microsatellite analysis can be used as an

initial screening method before the mismatch repair genes themselves
are analyzed for germ-line mutations. It must be emphasized that the
finding of MSI is not sufficient for the diagnosis of HNPCC or
hereditary cancer (8).

No consensus exists in how many loci should be analyzed and how
many of them should show alterations to be classified as MSI. A
variety of methods for microsatellite analysis has been established,
and thousands of primer sequences have been published, which can be
used for the amplification of mono-, di-, tri-, tetra- and other oligo
nucleotide repeats.

The molecular biology section in the HNPCC study groupâ€”Ger
many has attempted to compare different methods for microsatellite
analyses. The goal of these studies was: (a) to compare the reliability
of MSI with respect to the different methodology and interpretation,
performed in different laboratories; (b) to develop parameters for
quality control and to determine whether cases with microsatellite

instability were identified equivalently; and (c) to deduce the minimal
number of loci that must be studied to classify a tumor as highly
unstable or stable.

Materials and Methods

Abstract

The molecular biology section of the Hereditary Non-Polyposis Cob
rectal Cancer study groupâ€”Germany,instituted a multicenter study to test
the reliability and quality ofmicrosateffite instabifity (MSI) analysis. Eight
laboratories compared MSI analyses performed on 10 matched pairs of
normal and tumor DNA from patients with colorectal carcinomas. A

variety oftechniques were applied to the detection ofmicrosatellite chang

es: (a) silver and ethidium bromide staining of polyacrylamide gels; (b)
radioactive labeling; and (c) automated fluorescence detection. The iden
tification ofhighly unstable tumors and tumors without MSI was achieved

in high concordance. However, the interpretation of the band patterns
resulted in divergent classifications at several microsatellite marker boci

for a large fraction of this tumor/normal panel.
The data on more than 30 primers per case suggest that the enlarge

ment ofthe microsatellite panel to more than 10 bocidoes not influence the
results. In this study, cases with MSI in less than 10% of boci were
classified as microsatellite stable, whereas MSI was diagnosed in cases

with more than 40% of all markers unstable. We propose that a panel of
five microsateffite bociconsisting of repeats with different lengths should
be analyzed in an initial analysis. When less than two marker bocidisplay
shifts in the microsateffite bands from tumor DNA, the panel should be
enlarged to include an additional set of five marker boci.The number of
marker loci analyzed as well as the number of unstable marker boci found

should always be identified. These criteria should result in reports of MSI
that are more comparable between studies.

Introduction

Microsatellites are defined as short tandemly repeated sequences
that occur randomly throughout the genome. Many of these micro
satellite sequences are highly polymorphic between individuals (1).

The length of the repeated motifs ranges from 1 to 6 bases, which can
be iterated several to hundreds of times (1). However, their evolution
and function in the genome is not quite clear. As a result of their
ubiquitous occurrence on all chromosomes, microsatellites have been
used by human geneticists as a method of mapping the genome and to

study the segregation of alleles with respect to suspected inherited
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Two sets of five DNAs from coborectaltumors and corresponding normal
colon mucosa were isolated at the Regensburg laboratory from frozen tissue
blocks as described previously (11). Cases with and without MSI, including
cases with instability at single boci, were selected from a prospective series of

3 The abbreviations used are: MSI, microsatellite instability; HNPCC, hereditary

nonpolyposis colorectal carcinoma; MSS, microsatellite stable; LOH, loss of heterozy
gosity.
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Table 1List of microsatellite loci 51tidied by the dufferent groups in the first andsecondpart of thestudy.LocusA.

First part of studyG

LocusB.

Second partfstudyABCDHFGAâ€•BC

DHFD25123Xâ€•xxD15543

D25123XXXxXXXD25134xD25134xD25136xD2S177xD2S177xD25299xBAT26XXXD3S966xD351298x035/611xD5582XXxD5582XXD55107X

XD5S107xD55346XXXXXD55346

DSS4OO
D55617
D6S442
D7S1824X

x
x
xXX

xXXD85156xD551989xD9S70xD95156xD95171xD95171xD10559xD10S89xD10589,

Mfd28xD105197xD105197

D1052325xxD115904xD115904XXK-ras

(A),,xD135153xD135153xD135175xD135289xD155152xDIS:

635/636xkard.
Aktin, Loc.l5qterxkard. Aktin. Loc. lsqter

D155230
D155643
HBAP25x

xxxTP53(5)@xX

XXTP53(5)@
D175855xxD18534x

xXXD18534,Mfd26XXXD18535xD18S35xD18569xD195246

D225345
BAT2S
BAT4Ox xx

xXXTotaIr874

5 6879436899
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colorectal carcinomas ( 12). In this study, microdissection was not attempted
because a large amount of DNA was required for distribution to all institutions.
The only information given to the institutions was a case number and the
information â€œtumorâ€•(T) or â€œnormalâ€•(N), respectively. Independently and
retrospectively to the multicenter study, the tissue expression of hMSH2 and
hMLH1 was assessed by immunohistochemistry in all of the 10 cases as
described elsewhere (1 3). All MSS and â€œlowMSIâ€•cases were found to express
both hMSH2 and hMLH 1 in normal and tumor tissue. Of the three cases with
MSI, patients 6 and 7 had lost expression of hMSH2, and patient 4 had lost
expression of hMLH I in the tumor. Identification of the genetic alteration that
led to loss of expression of these proteins in these respective tumors is under

study.

In the first part of the study, each participant was asked to use the primer
panel and the detection method routinely applied in his laboratory to analyze
five paired coborectal tumor/normal DNA samples. Taken together, the eight
participating laboratories used 33 different microsatellite primer pairs. The

number of individual microsatellite boci analyzed by each participating group

varied from 3 to 8 (Table 1A). The microsatellite locus at D5S346 was
analyzed by five groups, whereas D2S123 and D18S34 were each studied by

four groups, and D5S82 was examined by three groups. The PCR products
were visualized on polyacrylamide gels by either silver or ethidium bromide
staining (two groups each) or as a radioactive PCR product using 32P-labeled

oligonucleotide primers (two groups). Two additional groups used an auto
mated DNA sequencer (Applied Biosystems; ALF, Pharmacia). The results
were compared at a meeting where the clinical data were presented as well.

In the second part of the study, the participants were asked to analyze the
microsatellite boci D2S123 and D5S346 and a mononucleotide repeat, prefer
ably BAT25, in addition to a microsatellite panel of their choice on a second set
of five paired coborectaltumor/normal DNA samples. In this part of the study,
a maximum of 31 boci was studied (Table lB). Again, different methods of
visualization were applied: silver staining, ethidium bromide staining, and

32P-labeling(one group each), and automated fluorescent microsatellite anal
ysis on a DNA sequencer (three groups on either ALF or ABI). In this part of

the study, D2S123 was analyzed in six laboratories, D5S346 in five laborato
ries, and BAT25, D18S34, and BAT26 by three groups each. The data were
compared and analyzed at the subsequent meeting of the HNPCC group.

MSI was defined by the presence of novel bands following PCR amplifi
cation of tumor DNA that were not present in PCR products of the corre
sponding normal DNA. The individual laboratories classified tumors as MSI if
two or more bociwere found to be unstable, and if less than two microsateblite
boci were found to be unstable, the tumor was classified as MSS. When the
same microsatellite locus was examined by more than one group and the
interpretation of the banding pattern was contradictory, these results were not

included in the total analysis.

a Letters A to G designatethe different participants.
b The boldface â€œXâ€•highlights microsatellite markers that have been used by more than one laboratory.

C Indicates the total number of loci studied by the respective groups.
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Patient no.A@'BCDEFGTotal%MSI statusImmunohistochemistryâ€•hMSH2hMLHI10

of 8, 2 LOHs1 of 70 of 40 of 50 of 60 of 70 of 71 of303.3StablePosPos24
of 81 of 7,

1 ?LOH0
of 4,
2 LOH0

of 5, 1LOH0 of 61 of 71 of 7. 1 LOH2 of306.7StablePosPos30

of 80 of 70 of 40 of 5, 1 LOH0 of 60 of 80 of 70 of300StablePotPos45
of 87 of 74 of 45 of S4 of 66 of 85 of 7, 1 LOH2 1 of 3167.7UnstablePotNegS2
of 80 of 7,0 of 4,0 of 50 of 61 of 7, 1 LOH0 of 7, 1 LOHI of 313.2StablePosPos6

79
of 9

9 of 92

?LOH
3 of 3
4 of 4I

LOH
3 of 3
3 of 35

of 7
2 of 5,

I MSI/LOH6

of 8
7 of 89

of 9
5 of 79

of 9
7 of 927

of 31
27 of 3087.

I
90UnstableUnstableNeg NegPotPot80

of 9, LOH D55820 of 30 of 30 of 71 of 80 of 90 of 91 of293.5StablePotPot91
of 9, LOH D55346???0 of 30 of 50 of 80 of 8, LOH p.53,

D185340
of 9, LOH
D18534I

of293.5StablePotPot101

of 8, LOH D5582,
D5S346, D8519890

of 40 of 30 of 6,
1 MSIJLOH0

of 80 of 80 of 9, LOH
D55346I

of 303.3StablePotPot
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Table 2 Multicenter analysis of 10 patients@ samples
The number of unstable loci in the total number of loci studied in the respective lab is given. LOHs and loci with questionable instability are not included under MSI for the separate

labs but are listed additionally. Loci with contradictory results conceming MSI are not included in the total count of all participants taken together.

a Pos, positive; Neg, negative.

b Microsatellite instability in the different patients (pt) as assessed in the laboratories A through G.

Results

Initial classification of the tumors as MSI and MSS by the different
groups was based on the assignment of tumors with MSI (2 unstable
loci) or MSS (<2 unstable loci) when the maximum of nine individual
loci were considered by each group. In the evaluation of the data from
all of the participating laboratories comprising a total of at least 29
microsatellite loci, we reclassified tumors as â€œlowâ€•MSI (@2 unstable
loci) and â€œhighâ€•MSI (>2 unstable loci) to further define microsat
effite instability. â€œHighâ€•MSI tumors displayed instability at 67.7%
of the loci examined as opposed to @6.7%for MSS tumors (which
contain both â€œlowâ€•MSI and MSS tumors). The retrospective analysis
of the 10 patients' DNAs with a defined panel of 10 microsatellite
loci, which have been found to be both specific and sensitive in
identifying MSI cases (13), confirmed the correct classification of the
cases. Moreover, immunohistochemistry showed loss of expression in
all high MSI cases (hMSH2 in patients 7 and 8, hMLH1 in patient 5),
whereas all low MSI and MSS cases expressed both proteins normally
(Table 2). These observations further substantiate the validity of the
criteria used in this multicenter study. The mononucleotide markers
BAT25 and BAT26 were found to have a high predictive value for
â€œhighâ€•MSI, which has been described previously (13, 14).

In part I as well as in part II of the study, the patients with â€œhighâ€•
MSI of microsatellites were identified accordingly (patients 4, 6, and
7; Table 2). One of the cases appeared completely MSS (patient 3)
with the total of 31 loci analyzed. The rest of the cases displayed one
or two isolated unstable microsatellite and were, therefore, reclassi
fled as â€œlowâ€•MSI with the total panel of at least 30 loci studied. When
the entire panel of loci (29 to 31 total) was examined, the percentage
of unstable microsatellite loci, disregarding LOHs, never exceeded
6.7% (patient 2) in the â€œlowâ€•MSI cases. Interestingly, several labo
ratories that only tested three or four microsatellite loci clearly iden
tified the â€œhighâ€•MSI cases correctly, whereas in the same analysis,
they never appeared to detect the â€œlowâ€•MSI tumors. Furthermore,
those laboratories that did identify â€œlowâ€•MSI found that many of the
singularly MSI-positive microsatellite loci were localized on chromo
some 5 (D5S346 and D5S82, patient 2; D5S406, patient 9; and
D5S617, patient 10), and to a lesser extent affected the D11S904,
D18S69, and D10S2325 microsatellite loci. Interestingly, laboratory A
would have inaccurately classified patient 2 as MSI with four unstable
loci in a total of eight loci studied (Table 2). However, two of the
unstable loci were also studied by other participants and were not
found to display MSI. These results exemplify the problem of labo
ratory evaluation in the determination of MSI.

When comparing the analyses of individual microsatellite loci,
discrepancies between the different laboratories became apparent (Ta

ble 3). Whereas some microsatellite loci were easily and unambigu
ously classified (BAT25, D2S123, BAT26, and D11S904), the patterns

of other microsatellites appeared more difficult to interpret. One of
these microsatellite loci (D5S346), which was analyzed in the major
ity of laboratories, produced the most divergent results (Fig. I and

Table 3). One source of inconsistencies in the interpretation sur
rounded difficulties in distinguishing between microsatellite instabil
ity and LOH. LOH has frequently been found at regions with tumor

suppressor genes as APC, Rb, and others and can sometimes be

confounded with MSI, especially if the tissue was not microdissected,
and normal cells may have contaminated the tumor tissue, obscuring
the band pattern(s). In some instances, it may not be possible to
distinguish between MSI and LOH because it is possible that one

allele may shift to the exact length of the other allele as a result of MSI
so that only one allele is visible in the tumor DNA. Such was the case
in patient 5 at locus D5S346. Several of the participating institutions
interpreted the band pattern as LOH; others classified it as MSI
because there was MSI on several other loci. One laboratory called it
â€œMSIor LOH,â€•and one laboratory did not detect any alterations in the
band pattern (Fig. 1 and Table 3). The ability to quantify alleles using
automated DNA sequencers does not appear to facilitate the differ
entiation of banding patterns. Furthermore, alternate detection meth
ods do not appear to explain the variability of the results. These data
indicate that the choice of microsatellite loci is important for accurate
detection of MSI.

Discussion

Microsatellites and MSI have been studied for multiple purposes by

geneticists and are being increasingly analyzed in tumor research and

clinical laboratories (2). The technology required for microsatellite
analysis is well suited for clinical laboratories because no high mo

lecular weight DNA is required. This is an important consideration
because microsatellites are as short as 100â€”200bp, such that DNA
extracted from formalin-fixed and paraffin-embedded tissue can eas
ily be analyzed. Furthermore, the techniques for a PCR-based micro
satellite analysis are generally simple and do not require more than
routine laboratory equipment plus a thermal cycler and a sequencing
gel electrophoresis unit. Working with radiolabeled material is not
necessarily required. Therefore, these methods are widely applicable.

However, the techniques of microsatellite analysis differ greatly.
These differences include variability in the PCR primer panel used to
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banding pattem in the differentlaboratories.A

B CDEFGConcordancePart

Ia
D5 5346

Pt.l n n
Pt. 2 MSI MSI
Pt.3 n n
Pt.4 MSI MSI
Pt. 5 MSI LOH IMSI

D18S34
Pt.l n n
Pt.2 n n
Pt.3 n LOH
Pt. 4 MSI MSI
Pt.5 n n

D5S82
Pt.l n n
Pt. 2 MSI LOH?
Pt.3 n n
Pt. 4 MSI MSI
Pt.5 n n

PartII
D5 5346

Pt. 6 MSI ND
Pt. 7 MSI MSI
Pt.8 n n
Pt. 9 LOH n
Pt. 10 LOH n

D18S34
Pt. 6 MSI
Pt. 7 MSI
Pt.8 LOH
Pt. 9 LOH
Pt.10 nn

n
n
n
n

MSI
MSI
n
n
nn

MSI
n
MSI
LOH

n
n
n
MSI
ND

MSI
MSI
n
n
n

MSI
ND
n
LOH
nn

MSI
n
n
LOU

n
n
n
MSI
n

n
LOH
n
LOH
n

MSI
MSI
n
n
LOH

MSI
MSI
n
LOH
n5/5100%

4/5 80%
5/5100%
3/560%
4/5 80%

4/4100%
4/4100%
3/475%
4/4 100%
3/3100%

3/3100%
3/3 100%
3/3100%
3/3 100%
3/3100%

4/4 100%
5/5 100%
5/5100%
4/5 80%
3/5 60%

3/3 100%
2/2100%
2/366%
3/3 100%

3/3100%a

p@ patient;ND, not done; n, normal.
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tumor samples where no final decision can be established. In most
cases, the diagnostic problems at single loci will not influence the
classification of a tumor as â€œhighâ€•MSI as long as sufficient micro
satellite loci are studied. Further widespread clinical agreement on a
defined microsatellite panel may also help in this regard (13).

There is disagreement about the minimal number of microsatellite
loci to be studied and how many loci have to display instability to
classify a tumor as MSI. A number of publications have classified

tumors as MSI when as few as one of two loci appeared unstable (16).
A more rigorous definition of MSI demands at least two unstable loci
or instability in greater than 10% of at least seven studied microsat
ellite loci (17â€”19).A measure of MSI classification can be garnered
from patient 2 in our study, where MSI was found in 2 of 30 loci.
Considering the high number of total loci studied, these two loci only
account for 6.7% of the microsatellite loci and would thus not be
regarded as MSI. This case underlines the observation that where
multiple microsatellite loci are analyzed, the percentage of unstable
loci is decisive in determining MSI as opposed to an absolute number
of microsatellite loci. A similar conclusion was drawn in a study of 17
Barrett's-associated esophageal adenocarcinomas, where at least 128

microsatellite loci were analyzed (20). Not a single case was found to
be absolutely free of MSI. However, the authors distinguished be
tween a low level of MSI in 1â€”10loci (0.8â€”8.2% of loci studied) and
one case with high instability in 58 of 128 loci (45.3%) Interestingly,
no clinicopathological differences could be demonstrated between
these two groups. Furthermore, tetranucleotide instability was found
more often in cases with low level MSI. This difference was attributed
to a higher baseline mutation rate in tetranucleotide repeats (21),
which may have had a special impact on MSI analysis in that study,
because 82 (59%) tetranucleotide markers were used. Another study
of primary and metastatic colorectal cancers makes a distinction
between MSI in at least one of seven versus at least two of seven
microsatellite loci (22). The cases with MSI at 2 loci clinicopatho
logically resemble HNPCC, whereas cases with microsatellite insta

bility in only one locus cannot be distinguished clinicopathologically
from other sporadic tumors with MSS. These authors additionally
observe a higher number of MSI in dinucleotide repeats compared to

pentanucleotide repeats. It is important to note that the mismatch

repair genes have not been analyzed in either of these two studies.
The cases analyzed in this study have been examined by immuno

staining for the tissue expression of hMSH2 and hMLH1. Interest
ingly, â€œhighMSIâ€•is accompanied by loss of expression of either
hMSH2 or hMLHI, whereas in tumors classified as MSS or â€œlow
MSI,â€•both mismatch repair proteins are always detectable. This
finding underlines the importance of a rigorous definition of MSI for

12345
NTNTNTNTNT+

Table 3 Analyses of individual microsatellite loci
Comparison of the results of the microsatellite analyses at identical microsatellite loci

performed in more than two different groups (designated A through G as before). D2S123,
Bat26, and BA125 are not shown, as there are no differences in the interpretations of the

amplify the microsatellite sequences as well as different methods of
visualization of the PCR products.

To determine the source of potential discrepancies in the techniques
of microsatellite analysis that might be applied to clinical diagnostic
laboratories, the molecular biology section of the HNPCC Study
Groupâ€”Germany performed a prospective comparison of microsatel
lite methodological approaches performed by several laboratories to a
total of 10 pairs of normal and tumor colorectal DNAs. One of the
goals of this study was to assess the minimal number of microsatellite
loci that are required for quality analysis.

Although the classification of tumors as unstable or stable was
concordantly achieved, the analysis of identical microsatellite loci in
different laboratories varied, especially in the first part of the study.
Furthermore, distinguishing between LOH and MSI appeared to be
difficult and even impossible in some cases. However, if a tumor
displays MSI at several loci, it is highly likely that an interpretation of

LOH at a questionable loci might indeed be MSI. Typically, tumors
with MSI do not display the gross chromosomal aberrations and

LOHs that characterize the appellation â€œsuppressorpathwayâ€•of car
cinogenesis, which has led to their designation as resulting from the
â€œmutatorpathwayâ€•(15). On the other hand, if there is no MSI at other
loci, the probability of an LOH at a questionable locus would be high
(especially when the locus is in the region of a known or putative
tumor suppressor gene). The use of an automated sequencer may
allow a differential interpretation that is based on the quantitation of
bands. However, this differentiation is only applicable if identical
amounts of DNA were amplified in the PCR reactions using tumor
and normal DNA and the tumor DNA is not contaminated with
normal tissue. In our study, differences in the interpretation of the

banding pattern could not be explained with different detection meth
ods. Regardless of the use of these rigorous techniques, there will be

â€”a-a-m

----@

@@@::::@-

-I-______

Fig. 1. Microsatellite analysis with the D5S346 marker visualized by silver nitrate
staining. Patients 2 and 4 display MSI. In patient 5, differentiation between MSI and LOH
was not possible. +, positive control; â€”,negative control without template DNA.

4742

D
ow

nloaded from
 http://aacrjournals.org/cancerres/article-pdf/57/21/4739/2959205/cr0570214739.pdf by guest on 19 M

ay 2023



MULTICENTER STUDY FOR MICROSATELLITE ANALYSIS

7. Thibodeau, S. N., Bren, G., and Schaid, D. Microsatellite instability in cancer of the
proximal colon. Science (Washington DC), 260: 816â€”819, 1993.

8. Samowitz, W. S.. Slattery, M. L., and Kerber, R. A. Microsatellite instability in
human colonic cancer is not a useful indicator of familial colorectal cancer. Gastro
enterology, 109: 1765â€”1771,1995.

9. Streisinger, G.. Okada, Y., Hmrich, J., Newton, J., Tsugita, A., Terzaghi, E., and
Inouye. M. Frameshift mutations and the genetic code. Cold Spring Harbor Symp.
Quant. Biol., 31: 77â€”84,1966.

10. Kunkel, T. A. Slippery DNA and diseases. Nature (Land.), 365: 207â€”208,1993.
I 1. Sambrook, J., Fritsch, H. F., and Maniatis, T. Molecular Cloning: A Laboratory

Manual, Ed. 2. 6.34â€”6.35.Cold Spring Harbor, NY: Cold Spring Harbor Labo
ratory, 1989.

12. Backer, T., Schlegel, J., Kullmann, F., Stumm, G., Zirngibl, H., Hpplen, J. T., and
Rueschoff, J. Genomic instability in colorectal carcinomas: comparison of different
evaluation methods and their biological significance. J. Pathol.. I 79: 15â€”19,1996.

13. Dietmaier, W., Wallinger. S., Bocker, T., Kullmann, F., Fishel, R., and RÃ¼schoff,J.
Diagnostic microsatellite instability: definition and correlation with mismatch repair
protein expression. Cancer Res., 57: 4749â€”4756, 1997.

14. Hoang, J. M., Cottu, P. H., Thuille, B., Salmon, R. J., Thomas, G., and Hamelin, R.
BAT-26, an indicator of the replication error phenotype in colorectal cancers and cell
lines. Cancer Res., 57: 300â€”303, 1997.

15. Perucho, M. Cahcer of the microsatellite mutator phenotype. J. Biol. Chem., 377:
675â€”684. 1996.

16. Chong, J. M., Fukuyama, M., Hayashi. Y., Takizawa, T., Koike, M., Konishi, M.,
Kikuchi-Yanoshita, R., and Miyaki. M. Microsatellite instability in the progression of
gastric carcinoma. Cancer Ret., 54: 4595â€”4597, 1994.

17. Lathe, R. A., Peltomaki, P., Meling, G. I., Aaltonen, L. A., Nystroem-Lahti, M.,
Pylkkaenen. L., Heimdal, K., Andersen, T. I., Moller, P.. Rognum, T. 0., Fotsa, S. D.,
Haldorsen, T., Langmark, F., Brogger. A., de Ia Chapelle. A., and Borresen, A. L.
Genomic instability in colorectal cancer: relationship to clinicopathological variables
and family history. Cancer Res., 53: 5849â€”5852,1993.

18. Peltomaki, P., Aahonen, L. A., Sistonen, P., Pylkkaenen, L.. Mecklin, J. P., Jaervinen,
H., Green, J. S., Jass, J. R., Weber, J. L., Leach, F. S., Petersen, G. M., Hamillon,
S. R., de Ia Chapelle, A., and Vogelstein, B. Genetic mapping a locus predisposing to
human colorectal cancer. Science (Washington DC), 260: 810â€”812,1993.

19. Risinger, J. I.. Berchuck, A., Kohler, M. F., Watson, P., Lynch, H. T., and Boyd,
J. Genetic instability of microsatellites in endometrial carcinoma. Cancer Ret., 53:
5100â€”5103,1993.

20. Gleeson, C. M., Sloan, J. M., McGuigan, J. A., Ritchie, A. I., Weber, J. L, and Russel,
S. E. H. Ubiquitous somatic alterations at microsalellitealleles occur infrequently in
Barren's-associated esophageal adenocarcinoma. Cancer Ret., 56: 259-263, 1996.

21 . Weber, J. L., and Wong, C. Mutation of human short tandem repeats. Hum. Mol.
Genet., 2: 1123â€”1128,1993.

22. Ishimaru, G., Adachi, J. I., Shiseki, M., Yamaguchi, N., Muto, T., and Yokata, J.
Microsatellite instability in primary and metastatic colorectal cancers. Int. J. Cancer,
64: 153â€”157.1995.

23. Fishel, R., Lescoe, M. K., Rao, M. R. S., Copeland. N. G., Jenkins, N. A.. Garber, J.,
Kane, M., and Kolodner, R. The human mismatch repair gene homologue MSH2 and
its association with hereditary nonpolyposis colon cancer. Cell, 75: 1027â€”1038,1993.

24. Leach, F. S., Nicolaides, N. C., Papadopoulos, N., Liu, B., Jen, J., Parsons, R.,
Peltomaki, P.. Sistonen, P., Aaltonen, L. A., Nystroem-Lahti, M., Guan, X. Y., Zhang,
J., Meltzer, P. S., Yu, J. W., Kao, F. T., Chen, D. J., Cerasoletti, K. M., Foumier,
R. H. K., Todd, S., Lewis, T., Leach, R. J., Naylor. S. L., Weissenbach, J., Mecklin,
J. P.. Jaervinen, H.. Petersen, G. M., Hamilton, S. R.. Green, J., Jass, J., Watson, P.,
Lynch, H. T., Trent, J. M., de Ia Chapelle, A.. Kinzler, K. W., and vogelstein, B.
Mutations of a MutS homolog in hereditary nonpolyposis colorectal cancer. Cell, 75:
1215â€”1225,1993.

25. Mahtani, M. M., and Willard, H. F. A polymorphic X-linked tetranucleotide repeat
locus displaying a high rate of new mutation: implications for mechanisms of
mutation at short tandem repeat loci. Hum. Mol. Genet., 2: 431â€”437, 1993.

4743

the diagnostic relevance for cases with mismatch repair defects,
(although the presence of mutations in the genes still needs to be
confirmed). Recently, it has been shown that the microsatellite marker
BAT26 is a sensitive marker of MSI, even if studied as the one and
only locus (13, 14). Our study confirms that BAT26 was unstable in all
of the â€œhighâ€•MSI tumors; however, high MSI tumors have been
described that do not display instability at the BAT26 locus (13).

MSI at multiple loci has been shown to result from defects in the
mismatch repair genes in colorectal carcinomas and other tumors
related to the HNPCC syndrome (5, 23, 24). However, the cause of
MSI at isolated loci is still unknown. There is a suggestion that some
background instability of microsatellites exists that depends on the
repeat type (21, 25).

Based on our results, we propose that five well-defined microsat
ellite loci should be analyzed in the first run and five additional
microsatellite loci should be added in cases where less than two loci
display MSI. The microsatellite panel should comprise different re
peat types. In addition to dinucleotide repeats, mononucleotide repeats
appear extremely informative and easy to interpret (13). The number
of loci analyzed and the number of unstable loci should always be
indicated to make a comparison of data from different laboratories
possible. In the samples presented here, the percentage of loci with
MSI was either @6.7%or 67.7%, which allowed an easy determi
nation of the microsatellite status. The HNPCC study groupâ€”Germany
proposes that MSI should only be diagnosed if >20% of loci studied
display alterations of the band pattern in a random panel of microsat
ellite markers with different repeat lengths. With this rigorous defi
nition, MSI becomes a reliable method to assess the molecular char

acteristics of tumors and to recommend therapeutic strategies.
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